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• BRIEF REPORTS •
For IL-10 -819 genotypes, mean scores of fibrosis 
were A/A = 6.0, A/C = 2.2, and C/C = 1.0 (P = 0.020) 
though the inflammatory activity was not much different. 
No significant differences in HAI were noted among 
polymorphisms of other cytokines. Moreover, ALT and 
HCV RNA levels were not significantly different among 
different cytokine polymorphisms. There was a significant 
correlation of HAI and HCV RNA levels with the duration 
of disease. TGFβ -10 genotype CC patients had a 
better end of treatment response than those with other 
genotypes (P = 0.020). Sustained virological response 
to the treatment was not influenced by the cytokine 
polymorphism. No effect of other factors like viral load, 
degree of fibrosis, gender, steatosis, was observed on 
sustained virological response in this population infected 
with genotype 3.
CONCLUSION: There is no significant correlation 
between cytokine polymorphisms and HAI except for 
the polymorphisms of anti-inflammatory cytokine IL-10, 
which may influence hepatic inflammatory activity and 
fibrosis in patients with chronic hepatitis C genotype 3. 
Sustained virological response in this genotype does not 
seem to be influenced by cytokine gene polymorphisms. 
© 2005 The WJG  Press and  Elsevier  Inc.  All rights  reserved.
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INTRODUCTION
HCV infection is a leading cause of  chronic liver disease 
worldwide. The infection leads to viral persistence and 
chronic disease in a very high proportion of  cases. 
Pathogenesis of  liver injury is not fully understood. 
There is a complex relationship between HCV and 
its host.  Liver lesions could be the result of  immune 
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Abstract
AIM: To investigate the association between cytokine 
gene polymorphism and disease status in chronic 
hepatitis C genotype 3 by liver biopsy, ALT, HCV RNA 
levels and response to treatment.
 
METHODS: Patients with chronic hepatitis C genotype 
3 were analyzed for single nucleotide polymorphisms of 
interleukin (IL)-10, IL-1 beta, interferon-gamma (IFN-γ), 
tumor necrosis factor-alpha (TNF-α) and transforming 
growth factor-beta (TGF-β) by polymerase chain reaction 
using sequence-specific oligonucleotide primers. Liver 
biopsies were assessed by modified histological activity 
index (HAI) scoring system using a scale of 0–18 for 
grading the necro-inflammatory activity and 0–6 for 
staging the fibrosis. HCV RNA levels were determined by 
bDNA assay. The patients were treated with interferon 
alpha and ribavirin for 6 mo. Sustained virological 
response was assessed 6 mo after the completion of the 
treatment.
RESULTS: Out of the 40 patients analyzed, 26 were 
males. Mean age was 40.5±12.5 years (range 18–
65 years). The frequencies of different dimorphic 
polymorphisms based on single nucleotide substitution 
were as follows: IL-10-1082 G/A 85%, A/A 12.5%, G/
G  2.5%; IL-10-819 A/C 87.5%, C/C 10%, A/A 2.5%; 
IL-10-592 C/A 72.5%, C/C 27.5%; IL-1 C 90%, U 10%; 
IFN-874 T/A 50%, T/T 27.5%, A/A 22.5%; TNF-308 
A/G 95%, G/G 5%; TGF-10 T/C 52.5%, C/C 35%, T/T 
12.5%. The mean grades of necro-inflammatory activity 
of different genotypes of IL-10 at promoter site -1082 
were A/A = 3.6, A/G = 5.0, and G/G = 10.0 and the 
difference was significant (P = 0.029). The difference in 
the stage of disease at a scale of 0–6 was A/A 0.8, A/G 
2.3, and G/G 4.0 (P = 0.079). The difference in the HAI 
seemed to be related to the presence of allele -1082G. 
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responses or cytopathic action of  the virus. Cytotoxic T 
cells and cytokines produced by both CD4+ (T helper) 
and cytotoxic T cells may be responsible for much of  the 
damage that occurs in the livers of  infected patients[1]. 
Two distinct patterns of  cytokine production may 
occur[2]. Type 1 responses are characterized by production 
of  interleukin-2 (IL-2), tumor necrosis factor-alpha 
(TNF-α) and interferon-gamma (IFN-γ), which are prime 
and maintain antigen-specific cellular immunity[3,4] and are 
important in defense against viruses. Type 2 responses are 
characterized by IL-4, IL-5, and IL-10, which promote 
humoral immune responses. An imbalance in helper T-cell 
type 1 (Th1) and type 2 (Th2) cytokines is suggested to 
play an important role in the pathogenesis of  chronic 
hepatitis C. The progressive liver injury seen in chronic 
HCV infection is associated with the upregulation of  
intrahepatic Th1-like cytokines. Intrahepatic IFN-γ and 
IL-2 mRNA expression is upregulated in chronic hepatitis 
C, while the expression of  IL-10, a Th2-like cytokine, is 
downregulated[5] . 
Intrahepatic CD4+ T cells play a pathogenetic role in 
the hepatic injury of  HCV infection[6]. Vigorous HCV-
specific CD4+ Th1 response, particularly against the 
nonstructural proteins of  the virus, may be associated with 
viral clearance and protection from disease progression[7]. 
Patients without viremia after HCV infection frequently 
have strong Th lymphocyte responses of  the Th1 type 
to multiple HCV antigens many years after the onset of  
infection, whereas antibody responses are less marked. 
These results suggest that control of  HCV replication 
may depend on effective Th lymphocyte activation[8,9]. 
There is also an enhanced Th2 response during chronic 
HCV infection, which may partly be responsible for the 
persistence of  HCV infection. 
In addition to the altered intrahepatic cytokine 
expression, there might be a significant correlation 
between circulating cytokines and degree of  inflammation 
in the liver. One study has shown such a correlation 
between baseline TNF levels and histologic grading 
score of  hepatitis[10]. The maximal capacity of  cytokine 
production varies between individuals and may correlate 
with polymorphism in cytokine gene promoters. The 
objectives of  our study were to analyze the role of  allelic 
or genotype variations of  IL-10, IL-1 beta, IFN-γ, TNF-α 
and TGF-β and its association with hepatocellular injury as 
suggested by liver biopsy and ALT and treatment outcome. 
We selected genotype 3 for this study which is the main 
genotype in our country.
MATERIALS AND METHODS
Out of  the 40 patients analyzed, 26 were males. Mean age 
was 40.5±12.5 years (range 18-65 years). The participants 
did not receive interferon therapy and had neither co-
infection with human immunodeficiency virus and 
hepatitis B virus nor other associated forms of  chronic 
liver disease. 
Quantitative serum HCV RNA was determined by 
bDNA assay (Bayer, USA) according to the manufacturer’
s instructions.  The minimum quantification limit of  the 
assay was 3 000 HCV RNA copies/mL serum. HCV geno-
typing was performed using PCR and reverse hybridization 
assay (Innogenetics, Belgium). All patients included in 
this study were of  HCV genotype 3. For cytokine gene 
polymorphism, DNA was extracted by proteinase K 
digestion from peripheral mononuclear cells, followed by 
phenol chloroform extraction and ethanol precipitation. 
After amplification polymorphisms in IL-10 (592, 819, 
1082), IL-1β (-511), IFNγ (874), TNFα (308) and TGF 
(codon25) were examined as described previously[11-13]. 
The number in parenthesis indicates the location of  the 
polymorphism on the DNA sequence. Briefly, single 
nucleotide polymorphisms (SNPs) were determined using 
sequence specific oligonucleotide primers. Each PCR 
reaction consisted of  1× PCR buffer, 0.2 mmol dNTPs. 
Concentration of  MgCl2 varied with the type of  SNP 
examined, 50 ng of  each polymorphism specific primer, 
1 U of  Taq  polymerase in a final volume of  10 µL. To 
monitor PCR inhibition, growth hormone gene was 
simultaneously amplified as an internal control. Thermal 
cycling was performed in a Perkin-Elmer 9700 thermal 
cycler. Following PCR amplification, amplicons were 
stained with ethidium bromide and visualized on a UV 
transilluminator. The size of  product generated in each 
PCR assay was ascertained and scored as positive/negative 
for the presence/absence of  a particular polymorphism. 
The PCR product obtained with IL-1β-511 specific 
primers was digested with the restriction enzyme AvaII. 
The digested product was then visualized for the presence 
of  restriction fragments. 
Liver biopsy specimens were analyzed by a single 
pathologist, who was unaware of  the patient’s identity, 
treatment regimen, response, or timing of  the biopsy 
relative to the treatment. Liver biopsies were assessed by 
modified histological activity index (HAI) scoring system[14] 
using a scale of  0-18 for grading and 0-6 for staging. 
Degree of  steatosis was scored at a scale of  0-3. Presence 
or absence of  lymph follicles was also documented. 
Duration of  disease was determined by calculating 
time interval from the exposure to a possible risk factor. 
Patients were treated with standard doses of  interferon 
alpha (3 mega units subcutaneous, thrice a week) and 
ribavirin (800-1 200 mg/d) for 6 mo and followed up for 
another 6 mo. HCV RNA was repeated 6 mo after the 
treatment to document sustained response. 
Statistical analysis
Statistical analysis was performed by two-tailed tests. P 
values were calculated by one-way analysis of  variance 
(ANOVA), Pearson’s χ2 and Spearman’s rho correlation 
tests.  P<0.05 was considered statistically significant.
RESULTS
The frequencies of  different dimorphic polymorphisms 
based on single nucleotide substitution were as follows: 
6658        ISSN 1007-9327     CN 14-1219/ R     World J Gastroenterol     November 14, 2005   Volume 11   Number 42
IL10-1082 G/A 85%, A/A 12.5%, G/G  2.5%; IL10-819 
A/C 87.5%, C/C 10%, A/A 2.5%; IL10-592 C/A 72.5%, 
C/C 27.5%; IL-1 C 90%, U 10%; IFN-874 T/A 50%, 
T/T 27.5%, A/A 22.5%; TNF-308 A/G 95%, G/G 
5%; TGF-10 T/C 52.5%, C/C 35%, T/T 12.5%. The 
mean grades of  necro-inflammatory activity at a scale of  
0-18 for different genotypes of  IL10 at promoter site 
-1082 were A/A = 3.6, A/G = 5.0, and G/G = 10.0 and 
the difference was significant (P = 0.029). The difference 
in the stage of  disease at a scale of  0-6 was A/A 0.8, A/G 
2.3, and G/G 4.0 (P = 0.079). This difference in the HAI 
seemed to be related to the presence of  allele -1082G. For 
IL 10 -819 genotypes the mean scores of  fibrosis were 
A/A = 6.0, A/C = 2.2, and C/C = 1.0 (P = 0.020) though 
the inflammatory activity was not much different. 
No significant differences in the degree of  necro-
inflammatory activity and fibrosis were noted among the 
polymorphisms of  other cytokines (Table 1). Moreover, 
ALT and HCV RNA levels were not significantly different 
among different cytokine polymorphisms. There was a 
significant correlation of  duration of  disease with grade 
and stage of  disease and HCV RNA levels (P = 0.017, 0.018, 
and 0.015 respectively with Spearman’s rho test).  
Out of  the 40 patients, 34 remained under the follow-
up. These patients completed the 6-mo treatment with 
interferon and ribavirin.  HCV RNA was repeated 6 mo 
after the treatment to document the sustained response 
and the effect of  cytokine gene polymorphism. TGFβ 
-10 genotype CC patients had a better end of  treatment 
response than those with other genotypes (P = 0.020), 
though there was no difference in the sustained virological 
response. No effect of  other factors like viral load, 
degree of  fibrosis, gender, steatosis, was observed on the 
sustained virological response in this population infected 
with genotype 3.
DISCUSSION
Approximately 80-90% of  patients acutely infected with 
hepatitis C virus develop persistent infection, about one-
half  of  them have elevated transaminases indicative 
of  ongoing liver inflammation[15]. In the context of  an 
inflammatory response against the virus, variable cytokine 
response of  the host may be responsible for the variable 
liver damage. Moreover, the cause of  viral persistence 
during HCV infection may be the development of  a 
weak antiviral immune response to the viral antigens, 
with corresponding inability to eradicate infected cells or 
insensitivity of  the virus to such cytokines or insufficient 
production of  cytokines [16]. Thus, the continuing 
inflammation results in liver damage in the absence of  
complete virologic recovery[17].
Studies have shown that active liver injury in chronic 
hepatitis C patients is associated with increased circulating 
Th1 cytokine IL-2 but not with Th2 cytokine IL-10[18]. It 
has also been shown by some workers that serum alanine 
transaminase and the hepatic fibrosis levels are related 
directly to the frequencies of  peripheral memory effector 
CD8(+) T cells producing IFN-γ (Tc1), but inversely to 
the frequencies of  those producing both IL-4 and IL-10 
(Tc2)[19]. Moreover, most liver-infiltrating T cells in chronic 
hepatitis C are type 1 cells. Studies to date in liver tissue 
showed that intrahepatic mRNA for type 1-like cytokines, 
such as IL-1β, IL-2, IL-6, IL-8, TNF-α, and IFN-γ were 
upregulated in chronic HCV infection[20]. The level of  
expression of  type 1 cytokines, such as IL-2 and IFN-γ, is 
correlated with the degree of  histologic injury as well as 
the likelihood of  non-responsiveness to IFN-α therapy[21]. 
The presence of  an ongoing cellular immune response 
probably also contributes to the process of  hepatic 
fibrosis. Kupffer cells can be activated by the production 
of  cytokines such as TNF-α, which in turn produce 
TGF-β[22]. 
 Serum levels of  different cytokines may not give the 
true picture of  what is going on in the liver. For example, 
the mean IL2Rs and IFN serum levels are much higher 
in patients with anti-HCV than in the control group, 
Cytokine gene 
polymorphism
ALT (upper limit 
normal)
HCV RNA level Grade of 
inflammation
Stage of fibrosis Steatosis Lymph follicles End of treatment 
response
Sustained 
response
(0-18) (0-6) (0-3)
IL 10 -1082 0.636 0.241 0.029 0.079 0.267 0.848 0.078 0.331
(GA, AA, GG)
IL 10 -819 0.794 0.781 0.412 0.020 0.57 0.295 0.063 0.331
(AC, CC, AA)
IL 10 -592 0.582 0.198 0.243 0.281 0.551 0.626 0.416 0.283
(CA, CC)
IFNγ -874 0.389 0.848 0.919 0.921 0.955 0.382 0.21 0.933
(AA, TT, TA)
TNFα -308 0.952 0.436 0.777 0.307 0.32 0.85 0.674 0.451
(AG, GG)
TGFβ -10 0.734 0.72 0.386 0.959 0.232 0.643 0.026 0.206
(CC, TC, TT)
IL 1 (C/U) 0.144 0.591 0.964 0.826 0.326 0.836 1.00 1.00
Table 1 Statistical significance of effects of cytokine gene polymorphisms on different parameters
P values were calculated by ANOVA and Pearson’ s χ2 test. Statistically significant values. IL: interleukin; IFNγ: interferon gamma; TNFα: tumor necrosis factor 
alpha; TGFβ:  transforming growth factor beta.
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whereas the mean IL4 and IL6 levels are lower in patients 
infected with HCV[23]. Another study shows the higher 
levels of  serum IL-1β, IL-4 and IL-6 (0.221, 0.104 and 
1.393 pg/mL) in all HCV patients than in healthy adults 
(0.188, 0.025 and 0.600 pg/mL)[24].
Sustained response to interferon and ribavirin, defined 
as undetectable HCV RNA at 6 mo after discontinuation 
of  therapy, is achievable in 30-60% of  treated patients[25,26]. 
Predictors of  response include viral factors such as viral 
genotypes, viral load and early disappearance of  HCV 
RNA after initiation of  therapy, while the host factors 
include gender, age and degree of  fibrosis[25-27].   In recent 
years, increasing attention has been drawn to the role 
of  host variation in cytokine levels in inflammatory and 
immune responses. Polymorphisms in genes encoding 
immunoregulatory proteins, proinflammatory cytokines, 
and fibrogenic factors may affect the production of  these 
factors and influence disease progression in patients 
with chronic liver disease due to alcohol, primary biliary 
cirrhosis, or hepatitis C[28].
There might be an association of  cytokine gene 
polymorphism and susceptibility to hepatitis C infection. 
Hohler et al[29]  have reported such an association with the 
polymorphism at the TNFα promoter. The TNF promoter 
variants TNF2 (-238A) and TNF3 (-308A) confer a 3.2-fold 
and 5.1-fold risk of  cirrhosis respectively (P = 0.03 for 
both). Reciprocal effects have been observed with several 
TNF alleles and haplotypes defined by the -238 G/A and 
-308 G/A dimorphic sequences, thus polymorphisms in 
the TNF alpha promoter appear to be associated with the 
variability in the histological severity of  chronic hepatitis 
C infection[30]. In our study done on hepatitis C genotype 
3 patients, no such effect of  TNFα -308 variability was 
observed. 
Interleukin (IL)-10 is a cytokine that downregulates the 
proinflammatory response and has a modulatory effect 
on hepatic fibrogenesis and is a potent anti-inflammatory 
Th2 cytokine that downregulates the expression of  major 
histocompatibility complex (MHC) class I and class II 
molecules, as well as the production of  Th1 cytokines[31-36]. 
IL-10 levels differ widely between individuals, possibly 
because of  polymorphisms in the promoter region 
of  the IL-10 gene[37,38]. Specifically, three SNPs in the 
promoter (at positions -1082, -819, and -592 relative to 
the transcription start site) form three SNP combinations 
(ATA, ACC, GCC), which are associated with differential 
IL-10 expression[38-40]. It is reasonable to assume that 
hepatitis C patients who produce high levels of  IL-10 
have less hepatocellular injury and less ability to control 
infection and patients with low secretion of  IL-10 have a 
better ability to eliminate the hepatitis infection. Perhaps 
low IL-10 production can skew the immune system into 
the Th1 type of  response, facilitating the clearance of  
viral load. -1082A allele is associated with reduced IL-10 
production in vitro[39]. In our study, individuals who were 
homozygous for IL-10 AA at position -1082 had a lower 
HAI. 
It has been shown that hepatitis C patients, genotyped 
as high IL-10 producers, have a poor response to IFN-α 
therapy[40]. Such polymorphisms may also predict the 
sustained viral response to antiviral therapy[41]. These 
patients may benefit from additional treatment strategies 
designed to enhance T-helper type 1 (Th1) response. In 
one study, the interleukin-10 -1082 G/G genotype was 
identified more frequently in patients than in controls 
(P = 0.048). The patients exhibiting transforming growth 
factor-beta 1+29 (codon 10) C/C genotype variables were 
less likely to respond to treatment than patients with the 
T/T or T/C genotypes[42]. Liver transplant recipients, who 
are genotyped as having a low production profile of  IL-10, 
are more prone to rejection and less likely to have hepatitis 
C recurrence[43]. The IL-1beta-31 genotype T/T or the 
IL-1beta-511/-31 haplotype C/T is associated with the 
presence of  HCC in Japanese patients with chronic HCV 
infection[44]. 
However, not all the studies favor such effect of  
polymorphisms. Three members of  the interleukin-1 gene 
family (IL-1A, IL-1B and IL-1RN), three polymorphic sites 
in the interleukin-10 gene promoter (-1082, -819, -592) 
and two in the TNF-α promoter (-308, -238) were studied 
in two independent DNA banks, each with appropriate 
controls. Standard PCR-based genotyping techniques were 
used. No significant difference in the distribution of  any 
of  the polymorphisms has been found in either study 
set[45]. 
We, in this study, determined SNP at position -1082, 
-819 and -592 in case of  IL-10, -874  for IFN-γ, -308 
for TNF-α, -10 for TGF-β and  IL-1 C/ U and analyzed 
the frequency of  their distribution and correlation with 
the ALT and HCV RNA levels, HAI and response to 
treatment. In our series, we selected genotype 3 patients 
because this is the main genotype in our region and 
not enough data are available on the influence of  host 
cytokine gene polymorphisms of  this viral genotype. 
Another reason of  selecting a single genotype was to 
make the group uniform as different genotypes have 
different response rates to antiviral therapy and influence 
of  cytokines may also be different. We could not find 
any significant difference in the cytokine genotype profile 
while analyzing different variables except for some 
influence of  polymorphisms of  IL-10 on liver histology. 
These polymorphisms did not modulate the response to 
interferon plus ribavirin therapy. This may be due to the 
small sample size or the fact that viral genotype 3 is easy to 
treat genotype in any case.  
REFERENCES
1 Pawlotsky JM. Hepatitis C virus infection: virus/host 
interactions. J Viral Hepat 1998; 5 Suppl 1: 3-8
2 Mosmann TR, Sad S. The expanding universe of T-cell 
subsets: Th1, Th2 and more. Immunol Today 1996; 17: 138-146
3 Biron CA. Cytokines in the generation of immune responses 
to, and resolution of virus infection. Curr Opin Immunol 1994; 6: 
530-538 
4 Tough DF, Borrow P, Sprent J. Induction of bystander T cell 
proliferation by viruses and type I interferon in vivo. Science 
1996; 272: 1947-1950
5 Napoli J , Bishop GA, McGuinness PH, Painter DM, 
McCaughan GW. Progressive liver injury in chronic hepatitis 
 6660       ISSN 1007-9327     CN 14-1219/ R     World J Gastroenterol     November 14, 2005   Volume 11   Number 42
C infection correlates with increased intrahepatic expression 
of Th1-associated cytokines. Hepatology 1996; 24: 759-765
6 Sobue S, Nomura T, Ishikawa T, Ito S, Saso K, Ohara H, 
Joh T, Itoh M, Kakumu S. Th1/Th2 cytokine profiles and 
their relationship to clinical features in patients with chronic 
hepatitis C virus infection. J Gastroenterol 2001; 36: 544-551  
7 Rosen HR, Miner C, Sasaki AW, Lewinsohn DM, Conrad 
AJ, Bakke A, Bouwer HG, Hinrichs DJ. Frequencies of HCV-
specific effector CD4+ T cells by flow cytometry: correlation 
with clinical disease stages. Hepatology 2002; 35: 190-198
8 Cramp ME, Carucci P, Rossol S, Chokshi S, Maertens G, 
Williams R, Naoumov NV.  Hepatitis C virus (HCV) specific 
immune responses in anti-HCV positive patients without 
hepatitis C viraemia. Gut 1999; 44: 424-429
9 Chang KM, Thimme R, Melpolder JJ, Oldach D, Pemberton 
J, Moorhead-Loudis J,  McHutchison JG, Alter HJ, Chisari 
FV. Differential CD4(+) and CD8(+) T-cell responsiveness in 
hepatitis C virus infection. Hepatology 2001; 33: 267-276
10 Fabris C, Soardo G, Falleti E, Toniutto P, Vitulli D, Federico E, 
Del Forno M, Mattiuzzo M, Gonano F, Pirisi M. Relationship 
among hepatic inflammatory changes, circulating levels of 
cytokines, and response to IFN-alpha in chronic hepatitis C. J 
Interferon Cytokine Res 1998; 18: 705-709
11 Kato S, Onda M, Yamada S, Matsuda N, Tokunaga A, 
Matsukura N. Association of the interleukin-1 beta genetic 
polymorphism and gastric cancer risk in Japanese. J 
Gastroenterol 2001; 36: 696-699
12 di Giovine FS, Takhsh E, Blakemore AI, Duff GW. Single base 
polymorphism at -511 in the human interleukin-1 beta gene 
(IL1 beta). Hum Mol Genet 1992; 1: 450
13 Perrey C, Turner SJ, Pravica V, Howell WM, Hutchinson IV. 
ARMS-PCR methodologies to determine IL-10, TNF-alpha, 
TNF-beta and TGF-beta 1 gene polymorphisms. Transpl 
Immunol 1999; 7: 127-128 
14 Ishak K, Baptista A, Bianchi L, Callea F, De Groote J, Gudat 
F, Denk H, Desmet V, Korb G, MacSween RN. Histological 
grading and staging of chronic hepatitis. J Hepatol 1995; 22: 
696-699
15 Alter MJ, Mast EE, Moyer LA, Margolis HS. Hepatitis C. Infect 
Dis Clin North Am 1998; 12: 13-26
16 Cerny A, Chisari FV. Pathogenesis of chronic hepatitis C: 
immunological features of hepatic injury and viral persistence. 
Hepatology 1999; 30: 595-601 
17 Koziel MJ. The role of immune responses in the pathogenesis 
of hepatitis C virus infection. J Viral Hepat 1997; 4 Suppl 2: 
31-41
18 Bozkaya H, Bozdayi AM, Aslan N, Türkay C, Sarioglu M, 
Cetinkaya H, Akdogan M, Cinar K, Erden E, Köse K, Sentürk 
H, Akkiz H, Karayalcin S, Yurdaydin C, Uzunalimoglu O. 
Circulating IL-2 and IL-10 in chronic active hepatitis C with 
respect to the response to IFN treatment. Infection 2000; 28: 
309-313
19 Prezzi C, Casciaro MA, Francavilla V, Schiaffella E, Finocchi L, 
Chircu LV, Bruno G, Sette A, Abrignani S, Barnaba V. Virus-
specific CD8(+) T cells with type 1 or type 2 cytokine profile 
are related to different disease activity in chronic hepatitis C 
virus infection. Eur J Immunol 2001; 31: 894-906
20 Llorent L, Richaud-Patin Y, Alcocer-Castillejos N, Ruiz-Soto R,    
Mercado MA, Orozco H, Gamboa-Dominguez A, Alcocer-Va-
rela J. Cytokine gene expression in cirrhotic and non-cirrhotic       
human liver. J Hepatol 1996; 24: 555-563
21 Fukuda R, Ishimura N, Ishihara S, Chowdhury A, Morlyama 
N, Nogami C, Miyake T, Niigaki M, Tokuda A, Satoh S, Sakai S, 
Akagi S, Watanabe M, Fukumoto S. Intrahepatic expression of 
pro-inflammatory cytokine mRNAs and interferon efficacy in 
chronic hepatitis C. Liver 1996; 16: 390-399
22 Roulot D, Durand H, Coste T, Rautureau J, Strosberg AD, 
Benarous R, Marullo S. Quantitative analysis of transforming 
growth factor beta 1 messenger RNA in the liver of patients 
with chronic hepatitis C: absence of correlation between high 
levels and severity of disease. Hepatology 1995; 21: 298-304 
23 Cribier B, Schmitt C, Rey D, Lang JM, Kirn A, Stoll-Keller F. 
Production of cytokines in patients infected by hepatitis C 
virus. J Med Virol 1998; 55: 89-91
24 Lapiński TW. The levels of IL-1beta, IL-4 and IL-6 in the 
serum and the liver tissue of chronic HCV-infected patients. 
Arch Immunol Ther Exp (Warsz) 2001; 49: 311-316
25 Poynard T, Marcellin P, Lee SS, Niederau C, Minuk GS, 
Ideo G, Bain V, Heathcote J, Zeuzem S, Trepo C, Albrecht 
J. Randomised trial of interferon alpha2b plus ribavirin for 
weeks or for 24 weeks versus interferon alpha2b plus placebo 
for 48 weeks for treatment of chronic infection with hepatitis C 
virus. International Hepatitis Interventional Therapy Group (IHIT) 
Lancet  1998; 352: 1426-1432
26 McHutchison JG, Gordon SC, Schiff ER, Shiffman ML, Lee 
WM, Rustgi VK, Goodman ZD, Ling MH, Cort S, Albrecht 
JK. Interferon alfa-2b alone or in combination with ribavirin 
as initial treatment for chronic hepatitis C. Hepatitis 
Interventional Therapy Group. N Engl J Med 1998; 339: 
1485-1492
27 Brouwer JT, Hansen BE, Niesters HG, Schalm SW. Early 
prediction of response in interferon monotherapy and in 
interferon-ribavirin combination therapy for chronic hepatitis 
C: HCV RNA at 4 wk versus ALT. J Hepatol 1999; 30: 192-198
28 Bataller R, North KE, Brenner DA. Genetic polymorphisms  
and the progression of liver fibrosis: a critical appraisal. 
Hepatology 2003; 37: 493-503
29 Hohler T, Kruger A, Gerken G, Schneider PM, Meyer zum 
Buschenfelde KH, Rittner C. Tumor necrosis factor alpha 
promoter polymorphism at position -238 is associated with 
chronic active hepatitis C infection. J Med Virol 1998; 54: 
173-177
30 Yee LJ, Tang J, Herrera J, Kaslow RA, van Leeuwen DJ. Tumor 
necrosis factor gene polymorphisms in patients with cirrhosis 
from chronic hepatitis C virus infection. Genes Immun  2000; 1: 
386-390
31 Fiorentino DF, Zlotnik A, Vieira P, Mosmann TR, Howard M, 
Moore KW, O’Garra A. IL-10 acts on the antigen-presenting 
cell to inhibit cytokine production by Th1 cells. J Immunol 
1991; 146: 3444-3451
32 Yue FY, Dummer R, Geertsen R, Hofbauer G, Laine E, Manolio 
S, Burg G. Interleukin-10 is a growth factor for human 
melanoma cells and down-regulates HLA class-I, HLA class-II 
and ICAM-1 molecules. Int J Cancer 1997; 71: 630-637
33 Tsuruma T, Yagihashi A, Torigoe T, Sato N, Kikuchi K, 
Watanabe N, Hirata K. Interleukin-10 reduces natural killer 
sensitivity and downregulates MHC class I expression on 
H-ras-transformed cells. Cell Immunol 1998; 184: 121-128  
34 Zeller JC, Panoskaltsis-Mortari A, Murphy WJ, Ruscetti FW, 
Narula S, Roncarolo MG, Blazar BR. Induction of CD4+ T cell 
alloantigen-specific hyporesponsiveness by IL-10 and TGF-
beta. J Immunol 1999; 163: 3684-3691
35 de Waal Malefyt R, Haanen J, Spits H, Roncarolo MG, te 
Velde A, Figdor C, Johnson K, Kastelein R, Yssel H, de Vries 
JE. Interleukin 10 (IL-10) and viral IL-10 strongly reduce 
antigen-specific human T cell proliferation by diminishing the 
antigen-presenting capacity of monocytes via downregulation 
of class II major histocompatibility complex expression. J Exp 
Med 1991; 174: 915-924 
36 de Waal Malefyt R, Abrams J, Bennett B, Figdor CG, de Vries 
JE. Interleukin 10(IL-10) inhibits cytokine synthesis by human 
monocytes: an autoregulatory role of IL-10 produced by 
monocytes. J Exp Med 1991; 174: 1209-1220
37 Eskdale J, Gallagher G, Verweij CL, Keijsers V, Westendorp 
RG, Huizinga TW. Interleukin 10 secretion in relation to 
human IL-10 locus haplotypes. Proc Natl Acad Sci USA 1998; 
95: 9465-9470
38 Eskdale J, Keijsers V, Huizinga T, Gallagher G. Microsatellite 
alleles and single nucleotide polymorphisms (SNP) combine 
to form four major haplotype families at the human 
interleukin-10 (IL-10) locus. Genes Immun  1999; 1: 151-155  
39 Turner DM, Williams DM, Sankaran D, Lazarus M, Sinnott 
Abbas Z et al. Cytokine gene polymorphism and hepatitis C genotype 3                                                             6661
PJ, Hutchinson IV. An investigation of polymorphism in the 
interleukin-10 gene promoter. Eur J Immunogenet 1997; 24: 1-8 
40 Edwards-Smith CJ , Jonsson JR, Purdie DM, Bansal 
A, Shorthouse C, Powell EE. Interleukin-10 promoter 
polymorphism predicts initial response of chronic hepatitis C 
to interferon alfa. Hepatology 1999; 30: 526-530
41 Yee LJ, Tang J, Gibson AW, Kimberly R, Van Leeuwen DJ, 
Kaslow RA. Interleukin 10 polymorphisms as predictors of 
sustained response in antiviral therapy for chronic hepatitis C 
infection. Hepatology 2001; 33: 708-712
42 Vidigal PG, Germer JJ, Zein NN. Polymorphisms in the   
interleukin-10, tumor necrosis factor-alpha, and transforming 
growth factor-beta1 genes in chronic hepatitis C patients 
treated with interferon and ribavirin. J Hepatol 2002; 36: 
271-277
43 Tambur AR, Ortegel JW, Ben-Ari Z, Shabtai E, Klein T, 
Michowiz R, Tur-Kaspa R, Mor E. Role of cytokine gene 
polymorphism in hepatitis C recurrence and allograft rejection 
among liver transplant recipients. Transplantation 2001; 71: 
1475-1480
44 Wang Y, Kato N, Hoshida Y, Yoshida H, Taniguchi H, Goto 
T, Moriyama M, Otsuka M, Shiina S, Shiratori Y, Ito Y, 
Omata M. Interleukin-1beta gene polymorphisms associated 
with hepatocellular carcinoma in hepatitis C virus infection. 
Hepatology  2003; 37: 65-71 
45 Constantini PK, Wawrzynowicz-Syczewska M, Clare M, 
Boron-Kaczmarska A, McFarlane IG, Cramp ME, Donaldson 
PT. Interleukin-1, interleukin-10 and tumour necrosis factor-
alpha gene polymorphisms in hepatitis C virus infection: 
an investigation of the relationships with spontaneous viral 
clearance and response to alpha-interferon therapy. Liver 2002; 
22: 404-412
Science Editor Wang XL and  Guo SY  Language Editor Elsevier HK
